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Figure S1 Discussed models of NKR-P1:LLT1 interaction. LLT1 cyan, model of NKR-P1 black.
Residues LLT1 Lys169 and NKR-P1 Glu205 important for the interaction (Kamishikiryo et al., 2011)
are shown as green sticks. (a) Model based on the NKp65:KACL structure (PDB code 4iop, Li et al.,
2013), NKR-P1 is placed in position of NKp65 and LLT1 in position of KACL. (b) Model based on
the same structure, but NKR-P1 takes the position of KACL and LLT1 of NKp65. (¢, d) Model based
on hexameric packing of LLT1_glyco. LLT1 dimer is in its position from the observed hexamer and
NKR-P1 in the position of the closest LLT1 monomer in the hexamer. (d) A view from the “top” —

from the termini distal side.



